DAFTAR PUSTAKA

Adelin, T., -, F., & Aliza, D. (2013). Penambatan Molekuler Kurkumin Dan
Analognya Pada Enzim Siklooksigenase-2. Jurnal Medika Veterinaria, 7(1).
https://doi.org/10.21157/j.med.vet..v7i1.2916

Adriani. (2018). Prediksi Senyawa Bioaktif dari Tanaman Sanrego (Lunasia amara
Blanco) sebagai Inhibitor enzim Siklooksigenase-2 (COX-2) melalui
Pendekatan Molecular Docking. Jurnal Ilmiah Pena, 1, 6-11.

Afiah, N. (2015). Menginstall Dan Menggunakan Aplikasi Chemsketch,
Marvinsketch Serta Cara Mendownload Ligan Protein. 13034100009.

Agistia Dwi Dany, Purnomo Hari, Tegar Maulana, N. E. A. (2015). Interaction
Between Active Compounds From Aegle marmelos Correa As Anti
Inflammation Agent With Cox-1 And Cox-2 Receptor. Majalah Obat
Tradisional, 18(2), 80-87. https://doi.org/10.22146/tradmedj.7983

Ahkam, A. H., Hermanto, F. E., Alamsyah, A., Aliyyah, I. H., & Fatchiyah, F.
(2020). Virtual prediction of antiviral of ginger bioactive compounds against
spike and MPro of SARS-CoV2 protein. Journal of Biological Researches,
25(2), 52-57.

Akram et al. (2019). Studi Potensi Pirazolin Tersubstitusi 1-N Dari
Tiosemikarbazon Sebagai Agen Antiamuba Melalui Uji In Silico. Paper
Knowledge . Toward a Media History of Documents.

Ansems, K., Grundeis, F., Dahms, K., Mikolajewska, A., Thieme, V., Piechotta, V.,
Metzendorf, M. I., Stegemann, M., Benstoem, C., & Fichtner, F. (2021).
Remdesivir for the treatment of COVID-19. Cochrane Database of Systematic
Reviews, 2021(8). https://doi.org/10.1002/14651858.CD014962

Apri et al., 2014. (2014). Vol. X111 No.2 Th. 2014. X111(2), 107-115.

Bansal, V., Mahapure, K. S., Bhurwal, A., Gupta, I., Hassanain, S., Makadia, J.,
Madas, N., Armaly, P., Singh, R., Mehra, 1., O’Horo, J. C., & Kashyap, R.
(2021). Mortality Benefit of Remdesivir in COVID-19: A Systematic Review
and Meta-Analysis.  Frontiers in  Medicine, 7(January), 1-11.
https://doi.org/10.3389/fmed.2020.606429

Basuki, S. A., & Melinda, N. (2017). Prediksi mekanisme kerja obat terhadap
teseptornya secara in silico (studi pada antibiotika Sefotaksim). Research
Report, 0(0), 89-94. http://research-report.umm.ac.id/index.php/research-
report/article/view/1367

Beigel, J. H., Tomashek, K. M., Dodd, L. E., Mehta, A. K., Zingman, B. S., Kalil,
A.C.,Hohmann, E., Chu, H. Y., Luetkemeyer, A., Kline, S., Lopez de Castilla,
D., Finberg, R. W., Dierberg, K., Tapson, V., Hsieh, L., Patterson, T. F.,
Paredes, R., Sweeney, D. A., Short, W. R., ... Lane, H. C. (2020). Remdesivir
for the Treatment of Covid-19 — Final Report. New England Journal of
Medicine, 383(19), 1813-1826. https://doi.org/10.1056/nejmoa2007764

93



94

Burley, S. K., Bhikadiya, C., Bi, C., Bittrich, S., Chen, L., Crichlow, G. V., Christie,
C. H., Dalenberg, K., Di Costanzo, L., Duarte, J. M., Dutta, S., Feng, Z.,
Ganesan, S., Goodsell, D. S., Ghosh, S., Green, R. K., Guranovic, V.,
Guzenko, D., Hudson, B. P., ... Zhuravleva, M. (2021). RCSB Protein Data
Bank: Powerful new tools for exploring 3D structures of biological
macromolecules for basic and applied research and education in fundamental
biology, biomedicine, biotechnology, bioengineering and energy sciences.
Nucleic Acids Research, 49(1), D437-D451.
https://doi.org/10.1093/nar/gkaal038

Chen, N., Zhou, M., Dong, X., Qu, J., Gong, F., Han, Y., Qiu, Y., Wang, J., Liu,
Y., Wei, Y., Xia, J,, Yu, T., Zhang, X., & Zhang, L. (2020). Epidemiological
and clinical characteristics of 99 cases of 2019 novel coronavirus pneumonia
in Wuhan, China: a descriptive study. The Lancet, 395(10223), 507-513.
https://doi.org/10.1016/S0140-6736(20)30211-7

Drozdzal, S., Rosik, J., Lechowicz, K., Machaj, F., Szostak, B., Przybycinski, J.,
Lorzadeh, S., Kotfis, K., Ghavami, S., & Los, M. J. (2021). An update on drugs
with therapeutic potential for SARS-CoV-2 (COVID-19) treatment. Drug
Resistance Updates, 2, 100794. https://doi.org/10.1016/j.drup.2021.100794

Eastman, R. T., Roth, J. S., Brimacombe, K. R., Simeonov, A., Shen, M., Patnaik,
S., & Hall, M. D. (2020). Remdesivir: A Review of Its Discovery and
Development Leading to Emergency Use Authorization for Treatment of
COVID-19. ACS Central Science, 6(5), 672-683.
https://doi.org/10.1021/acscentsci.0c00489

Fakhruri, M., Rahmayanti, Y., & Isfanda. (2021). Potensi Fitokimia Citrus
Aurantium (Hesperetin, Naringenin) Dalam Menghambat Xantin Okisidase
Pada Hiperurisemia Secara in Silico. Jurnal Health Sains, 2(1), 79-89.

Fakih et al., 2020. (2020). Utama (Mpro) Sebagai Makromolekul Target Inhibitor
Novel Coronavirus 2019 ( SARS-CoV-2 ) Secara in silico. 3(2), 84-91.

Ferreira, L. G., Dos Santos, R. N., Oliva, G., & Andricopulo, A. D. (2015).
Molecular docking and structure-based drug design strategies. In Molecules
(Vol. 20, Issue 7). https://doi.org/10.3390/molecules200713384

Ghosh, R., Dubey, M. J., Chatterjee, S., & Dubey, S. (2020). Impact of COVID-19
on children: Special focus on the psychosocial aspect. Minerva Pediatrica,
72(3), 226-235. https://doi.org/10.23736/S0026-4946.20.05887-9

Hamid, S., Mir, M. Y., & Rohela, G. K. (2020). Novel coronavirus disease
(COVID-19): a pandemic (epidemiology, pathogenesis and potential
therapeutics). New Microbes and New Infections, 35, 100679.
https://doi.org/10.1016/j.nmni.2020.100679

Hari, P. (2011). Kimia Komputasi: Molecular Docking PLANTS Penambatan
Molekul PLANTS (Protein-Ligand-Ant-System) (Ilmu Semut).

Harto Widodo et al. (2016). Studi umur simpan, suhu dan cahaya terhadap daya



95

perkecambahan benih. 3(1), 1-8.

In, S., Potensi, S., Ayuningrum, M., Farmasi, P. S., Kedokteran, F., Ilmu, D. A. N,
Islam, U., Maulana, N., & Ibrahim, M. (2021). Studi In Silico Potensial
Antivirus Senyawa Limonoid Tanaman Mimba ( Azadirachta indica A. Juss. )
Terhadap Reseptor RdRp SARS-CoV-2 (7BV2). 2.

Joshi, S., Parkar, J., Ansari, A., Vora, A., & Talwar, D. (2020). Since January 2020
Elsevier has created a COVID-19 resource centre with free information in
English and Mandarin on the novel coronavirus COVID- 19 . The COVID-19
resource centre is hosted on Elsevier Connect , the company ’ s public news
and information . January.

Kabinger et al., 2021. (2021). Mechanism of molnupiravir-induced SARS-CoV-2
mutagenesis. Nature Structural and Molecular Biology, 28(9), 740-746.
https://doi.org/10.1038/s41594-021-00651-0

Kampf, G., Todt, D., Pfaender, S., & Steinmann, E. (2020). Persistence of
coronaviruses on inanimate surfaces and their inactivation with biocidal
agents.  Journal  of  Hospital Infection,  104(3), 246-251.
https://doi.org/10.1016/j.jhin.2020.01.022

Kementerian Kesehatan Republik Indonesia. (2021). Situasi Terkini Perkembangan
(COVID-19). Kemenkes, agustus, 1-4.
https://covid19.kemkes.go.id/download/Situasi_Terkini_050520.pdf

Kesuma, D., Siswandono, S., Purwanto, B. T., & Hardjono, S. (2018). Uji in silico
Aktivitas Sitotoksik dan Toksisitas Senyawa Turunan N-(Benzoil)-N’-
feniltiourea Sebagai Calon Obat Antikanker. JPSCR: Journal of
Pharmaceutical ~ Science and  Clinical  Research,  3(1), 1.
https://doi.org/10.20961/jpscr.v3i1.16266

Kim, S., Thiessen, P. A., Bolton, E. E., Chen, J., Fu, G., Gindulyte, A., Han, L., He,
J., He, S., Shoemaker, B. A., Wang, J., Yu, B., Zhang, J., & Bryant, S. H.
(2016). PubChem substance and compound databases. Nucleic Acids
Research, 44(D1), D1202-D1213. https://doi.org/10.1093/nar/gkv951

Kurnia, S. N., & Ruswanto. (2019). Studi Komputasi Senyawa 1,3-
bis(methylsulfinyl) benzene dengan Metode Simulasi Dinamika Molekuler
pada Aplikasi GROMACS 2019. September, 1-6.

Lestari, E. G., Purnamaningsih, R., Syukur, M., & Yunita, R. (2016). Keragaman
Somaklonal untuk Perbaikan Tanaman Artemisia (Artemisia annua L.) melalui
Kultur In Vitro. Jurnal AgroBiogen, 6(1), 26.
https://doi.org/10.21082/jbio.v6n1.2010.p26-32

Levani, Prastya, & Mawaddatunnadila. (2021). Coronavirus Disease 2019
(COVID-19): Patogenesis, Manifestasi Klinis dan Pilihan Terapi. Jurnal
Kedokteran Dan Kesehatan, 17(2), 44-57.
https://jurnal.umj.ac.id/index.php/JKK/article/view/6340



96

Li, X., Geng, M., Peng, Y., Meng, L., & Lu, S. (2020). Molecular immune
pathogenesis and diagnosis of COVID-19. Journal of Pharmaceutical
Analysis, 10(2), 102-108. https://doi.org/10.1016/j.jpha.2020.03.001

Liu, K., Chen, Y., Lin, R., & Han, K. (2020). Since January 2020 Elsevier has
created a COVID-19 resource centre with free information in English and
Mandarin on the novel coronavirus COVID- 19 . The COVID-19 resource
centre is hosted on Elsevier Connect , the company ’ s public news and
information. Journal of Infection, 80(6), 14-18.
https://www.journalofinfection.com/article/S0163-4453(20)30116-X/fulltext

Mahase, E. (2021). Covid-19: UK becomes first country to authorise antiviral
molnupiravir. Bmj, n2697. https://doi.org/10.1136/bmj.n2697

Makatita, F. A., Wardhani, R., & Nuraini. (2020). Riset in Silico Dalam
Pengembangan Sains Di Bidang Pendidikan, Studi Kasus: Analisis Potensi
Cendana Sebagai Agen Anti-Aging. Jurnal ABDI, 2(1), 33-39.

Malone, B., & Campbell, E. A. (2021). Molnupiravir: coding for catastrophe.
Nature  Structural and  Molecular Biology, 28(9), 706-708.
https://doi.org/10.1038/s41594-021-00657-8

Mansilla et.al., 2020. (2020). Macrolide-Clarithromycin Task-Force for the
Treatment and Prophylaxis of Covid-19 as a Single Agent. Pharmacology
&amp; Pharmacy, 11(06), 85-104. https://doi.org/10.4236/pp.2020.116009

Mardiana & Ruswanto, 2019. (n.d.). Simulasi Dianamika Molekular Senyawa
Pyridin Pada Protein 2xbn Sebagai Antikanker Menggunakan Aplikasi
Gromacs. 1-2.

Mardianingrum, R., Ruswanto, R., Agustien, G. S., & Nuraisah, A. (2020). The
Active Compound of Bangle Essential Oil as Cyclooxygenase-2 (Cox-2)
Inhibitor: In Silico Approach. Jurnal Kimia Valensi, 6(2), 156-168.
https://doi.org/10.15408/jkv.v6i2.16943

Meng et al, 2016. (2016). Molecular Docking: A Powerful Approach for Structure-
Based Drug Discovery. Current Computer-Aided Drug Design. Curr. Comput.
Aid. Dru. Des., 7(2), 146-157.
https://www.ingentaconnect.com/content/ben/cad/2011/00000007/00000002/
art00008%0ANhttps://www.ncbi.nim.nih.gov/pmc/articles/PMC3624763/pdf/n
ihms412728.pdf

Muttagin, F. Z. (2019). Studi Molecular Docking, Molecular Dynamic, Dan
Prediksi Toksisitas Senyawa Turunan Alkaloid Naftiridin Sebagai Inhibitor
Protein Kasein Kinase 2-A Pada Kanker Leukemia. Pharmacoscript, 2(1), 49—
64. https://doi.org/10.36423/pharmacoscript.v2il.241

Nigam, M., Atanassova, M., Mishra, A. P., Pezzani, R., Devkota, H. P., Plygun, S.,
Salehi, B., Setzer, W. N., & Sharifi-Rad, J. (2019). Bioactive compounds and
health benefits of Artemisia species. Natural Product Communications, 14(7).
https://doi.org/10.1177/1934578X19850354



97

Nugraha, G., & Perdana, E. (2016). Pembuatan Protokol Penapisan Virtual
Berbasis Stuktur ( pvbs ) untuk Identifikasi Ligan Inhibitor Reseptor Platelet-
Activating Factor ( PAF-r ) sebagai Target Terapeutik Asma menggunakan
YASARA. 2016(Tabel 1), 35-42.

Octaviani, 1. Boli, Z. A. S. (2016). Pertumbuhan dan kadar artemisinin cina baru
(Artemisia vulgaris L.) pada intensitas cahaya dan komposisi media tanam
yang berbeda. Biocelebes, 10(2), 43-51.

Perdana, A. T., Permana, A. A., Biologi, P. S., Sains, F., Indonesia, U. A., Baru, K.,
Selatan, J., Studi, P., Informatika, T., Teknik, F., & Tangerang, U. M. (2021).
Molecular Docking Senyawa Potensial Anticovid-19 (
http://www.rcsb.org/pdb) dengan format pdb . File tersebut kemudian dibuka
menggunakan PyMol versi 2 . 4 . 1 . Molekul air dan ligan yang masih
menempel pada reseptor dihilangkan , kemudian disimpan denga. 2019, 159—
166.

Pires, D. E. V., Blundell, T. L., & Ascher, D. B. (2015). pkCSM: Predicting small-
molecule pharmacokinetic and toxicity properties using graph-based
signatures. Journal of Medicinal Chemistry, 58(9), 4066-4072.
https://doi.org/10.1021/acs.jmedchem.5b00104

Poeran et al, .2017. (2017). HHS Public Access. Physiology & Behavior, 176(12),
139-148. https://doi.org/10.1002/wsbm.1337.Computational

Pratama AA. (2017). Docking Molekuler Senyawa 5,5~ Dibromometilsesamin.
21(3), 67-69.

Prihatiningtyas, R., Syahdi, R. R., Putra, M. Y., & Yanuar, A. (2019).
Establishment of a 3D-structure database for chemical compounds in
Indonesian  sponges. Pharmacognosy Journal, 11(6), 1211-1218.
https://doi.org/10.5530/pj.2019.11.188

Purwaniati et al., 2020. (2020). ) dan angiotensin converting enzyme 2 (ACE2).
Kata Kunci: Target Kerja SARS-CoV-2, COVID-19, Virus Corona. VI1(2), 30—
42.

Rachmania, R. A. (2019). Validasi Protokol Skrining Virtual Dan Analisis Interaksi
Inhibitor Antiproliferasi Sel Kanker Berbasis Bahan Alam Terhadap Reseptor
Cyclin-Dependent Kinase 4 (Cdk 4). Media Farmasi: Jurnal llmu Farmasi,
16(1), 21. https://doi.org/10.12928/mf.v16i1.12101

Rahmawati, S. I., Yunus, A., & Susilowati, A. (2017). Size and Density of
Artemisia annua Stomata Soaked in Water Extract of Gloriosa superba Seeds.
Biosaintifika: Journal of Biology & Biology Education, 9(3), 423.
https://doi.org/10.15294/biosaintifika.v9i3.11234

Ramaswamy, S. (2019). Breaking a Strong Amide Bond : Structure and Properties
of Dimethylformamidase Breaking a Strong Amide Bond : Structure and
Properties of Dimethylformamidase. December.
https://doi.org/10.1101/2019.12.17.879908



98

Ramayani Kartika et al. (2014). Molecular Docking Senyawa Drymaritin Terhadap
Enzim Transkiptase. 29(8), 2013-2015.

Rastini, M. B. O., Giantari, N. K. M., Adnyani, K. D., & Laksmiani, N. P. L. (2019).
Molecular Docking Aktivitas Antikanker Dari Kuersetin Terhadap Kanker
Payudara Secara in Silico. Jurnal Kimia, 180.
https://doi.org/10.24843/jchem.2019.v13.i102.p09

Rothan, H. A., & Byrareddy, S. N. (2020). The epidemiology and pathogenesis of
coronavirus disease (COVID-19) outbreak. Journal of Autoimmunity,
109(February), 102433. https://doi.org/10.1016/j.jaut.2020.102433

Rusdi, M. S. (2021). Mini Review: Farmakologi pada Corona Virus Disease
(Covid-19). Lumbung Farmasi: Jurnal llmu Kefarmasian, 103, 54-61.

Ruswanto, R., Garna, I. M., Tuslinah, L., Mardianingrum, R., Lestari, T., &
Nofianti, T. (2018). Kuersetin, Penghambat Uridin 5-Monofosfat Sintase
Sebagai Kandidat Anti-kanker. ALCHEMY Jurnal Penelitian Kimia, 14(2),
236. https://doi.org/10.20961/alchemy.14.2.14396.236-254

Ruswanto, R., Mardhiah, M., Mardianingrum, R., & Novitriani, K. (2015). Sintesis
Dan Studi in Silico Senyawa 3-Nitro-N’-[(Pyridin-4-Y1)
Carbonyl]Benzohydrazide Sebagai Kandidat Antituberkulosis. Chimica et
Natura Acta, 3(2). https://doi.org/10.24198/cna.v3.n2.9183

Ruswanto, R., Nofianti, T., Mardianingrum, R., & Lestari, T. (2018). Desain dan
Studi In Silico Senyawa Turunan Kuwanon-H sebagai Kandidat Obat Anti-
HIV. Jurnal Kimia VALENSI, 4(1), 57-66.
https://doi.org/10.15408/jkv.v4i1.6867

Sachdeva et al., 2020. (2020). In silico Potential of Approved Antimalarial Drugs
for Repurposing against COVID-19. OMICS A Journal of Integrative Biology,
24(10), 568-580. https://doi.org/10.1089/0mi.2020.0071

Saputra, D. P. D. (2018). Molecular Docking Sianidin dan Peonidin sebagai
Antiinflamasi pada Aterosklerosis Secara In Silico. Jurnal Farmasi Udayana,
7(1), 28. https://doi.org/10.24843/jfu.2018.v07.i01.p04

Scott A. Hollingsworth, & Ron O. Dror. (2018). Molecular dynamics simulation
for all. Neuron, 99(6)(1), 1129-1143.
https://doi.org/10.1016/j.neuron.2018.08.011.Molecular

Sharma et al., 2020. (2020). Bioactive molecules from eucalyptus essential oil as
potential inhibitors of COVID 19 corona virus infection by molecular docking
studies. Kragujevac Journal of Science, 42, 29-43.
https://doi.org/10.5937/kgjsci2042029d

Sitepu et al., 2021. (2021). Jurnal Penelitian Perawat Profesional. Y Sitepu,
1(November), 89-94.
http://jurnal.globalhealthsciencegroup.com/index.php/JPPP/article/download/
83/65



99

Susilo, A., Rumende, C. M., Pitoyo, C. W., Santoso, W. D., Yulianti, M., Sinto, R.,
Singh, G., Nainggolan, L., Nelwan, E. J., Khie, L., Widhani, A., Wijaya, E.,
Wicaksana, B., Maksum, M., Annisa, F., Jasirwan, O. M., Yunihastuti, E.,
Penanganan, T., New, 1., ... Cipto, R. (2020). Coronavirus Disease 2019 :

Tinjauan Literatur Terkini Coronavirus Disease 2019 : Review of Current
Literatures. 7(1), 45-67.

Syahputra, G., Ambarsari L, & T, S. (2014). Simulasi docking kurkumin enol,
bisdemetoksikurkumin dan analognya sebagai inhibitor enzimi12-
lipoksigenase. Biofisika, 10(1), 55-67.

Syamsu, R. F., Nuryanti, S., & Jamal, M. F. (2021). Herbal Yang Berpotensi
Sebagai Anti Virus Pada Covid-19. Molucca Medica, 14(April), 76-85.
https://doi.org/10.30598/molmed.2021.v14.i1.76

Tallei, T. E., Tumilaar, S. G., Niode, N. J., Fatimawali, Kepel, B. J., Idroes, R.,
Effendi, Y., Sakib, S. A., & Emran, T. Bin. (2020). Potential of Plant Bioactive
Compounds as SARS-CoV-2 Main Protease (Mpro) and Spike (S)
Glycoprotein Inhibitors: A Molecular Docking Study. Scientifica, 2020.
https://doi.org/10.1155/2020/6307457

Tilocca et al., 2020. (2020). Since January 2020 Elsevier has created a COVID-19
resource centre with free information in English and Mandarin on the novel
coronavirus COVID- 19 . The COVID-19 resource centre is hosted on Elsevier
Connect , the company ’ s public news and information. January.

Unger, J. M., Blanke, C. D., LeBlanc, M., & Hershman, D. L. (2020). Association
of the Coronavirus Disease 2019 (COVID-19) Outbreak With Enrollment in
Cancer Clinical Trials. JAMA Network Open, 3(6), €2010651.
https://doi.org/10.1001/jamanetworkopen.2020.10651

Vance, J., Xu, Z.-H., Tretyakov, N., Stuehn, T., Rampp, M., Eibl, S., & Brinkmann,
A. (2021). Code modernization strategies for short-range non-bonded
molecular dynamics simulations. 1-9. http://arxiv.org/abs/2109.10876

Viceconti, M., Henney, A., & Morley-Fletcher, E. (2016). In silico clinical trials:
how computer simulation will transform the biomedical industry.
International Journal of Clinical Trials, 3(2), 37.
https://doi.org/10.18203/2349-3259.ijct20161408

Wang et al., 2020. (2020a). Cryo-EM structure of the 2019-nCoV spike in the
prefusion conformation. Science, 367(6483), 1260-1263.
https://doi.org/10.1126/science.aax0902

Wang et al., 2020. (2020b). Identification of a novel coronavirus causing severe
pneumonia in human: a descriptive study. Chinese Medical Journal, 133(9),
1015-1024. https://doi.org/10.1097/CM9.0000000000000722

WHO Indonesia. (2020). Coronavirus Disease Ikhtisar Kegiatan - 8. World Health
Organization, 19(May), 2. https://covid19.who.int/



100

Wu et al.,, 2020. (2020). Genome Composition and Divergence of the Novel
Coronavirus (2019-nCoV) Originating in China. Cell Host and Microbe,
27(3), 325-328. https://doi.org/10.1016/j.chom.2020.02.001

Yalgin, S., Yal¢inkaya, S., & Ercan, F. (2020). Since January 2020 Elsevier has
created a COVID-19 resource centre with free information in English and
Mandarin on the novel coronavirus COVID- 19 . The COVID-19 resource
centre is hosted on Elsevier Connect , the company ’ s public news and
information . January.

Yasin, S. A., Azzahra, A., Ramadhan, N. E., & Mylanda, V. (2020). Studi
Penambatan Molekuler dan Prediksi ADMET Senyawa Bioaktif Beberapa
Jamu Indonesia terhadap SARS-CoV-2 Main Protease (Mpro). Berkala limiah
Mahasiswa Farmasi Indonesia (BIMFI), 7(2), 24-41.
https://doi.org/10.48177/bimfi.v7i2.45

Yeni, Y., Rachmania, R., & Yanuar, M. D. (2021). In Silico Study of Compounds
Contained in Hemigraphis alternata Leaves against 5-LOX for Anti-
Inflammatory. Indonesian Journal of Pharmaceutical Science and
Technology, 8(1), 34. https://doi.org/10.24198/ijpst.v8i1.29869

Zhu, N., Zhang, D., Wang, W., Li, X., Yang, B., Song, J., Zhao, X., Huang, B., Shi,
W., Lu, R., Niu, P., Zhan, F., Ma, X., Wang, D., Xu, W., Wu, G., Gao, G. F,,
& Tan, W. (2020). A Novel Coronavirus from Patients with Pneumonia in
China, 2019. New England Journal of Medicine, 382(8), 727-733.
https://doi.org/10.1056/nejmoa2001017



